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SEQUENCE LISTING 



<110> INCYTE PHARMACEUTICALS, INC. 
TANG , Y . Tom 
YUE, Henry 
HILLMAN, Jennifer L. 
CORLEY, Neil C. 
GUEGLER, Karl J. 
BAUGHN, Mariah R. 
AU- YOUNG, Janice 

<12 0> GROWTH FACTOR RELATED MOLECULES 

<130> PF-0627 PCT 

<14 0> To Be Assigned 
<141> Herewith 

<150> 09/181,711; unassigned; 09/209,547; unassigned; 09/313,457; 
unassigned 

<151> 1998-10-28; 1998-10-28; 1998-12-11; 1998-12-11; 1999-05-17; 
1999-05-17 

<160> 12 

<170> PERL Program 

<210> 1 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feat:ure 

<223> Incyte ID No.: 2777282CD1 

<400> 1 



Met 


Arg 


Gly 


Thr 


Arg 


Leu 


Ala 


Leu 


Leu 


Ala 


Leu 


Val 


Leu 


Ala 


Ala 


1 








5 










10 










15 


Cys 


Gly Glu 


Leu 


Ala 


Pro 


Ala 


Leu 


Arg 


Cys 


Tyr 


Val 


Cys 


Pro 


Glu 










20 










25 










30 


Pro 


Thr 


Gly 


Val 


Ser 


Asp 


Cys 


Val 


Thr 


He 


Ala 


Thr 


Cys 


Thr 


Thr 










35 










40 










45 


Asn 


Glu 


Thr 


Met 


Cys 


Lys 


Thr 


Thr 


Leu 


Tyr 


Ser 


Arg 


Glu 


He 


Val 










50 










55 










60 


Tyr 


Pro 


Phe 


Gin 


Gly 


Asp 


Ser 


Thr 


Val 


Thr 


Lys 


Ser 


Cys 


Ala 


Ser 










65 










70 










75 


Lys 


Cys 


Lys 


Pro 


Ser 


Asp 


Val 


Asp 


Gly 


He 


Gly 


Gin 


Thr 


Leu 


Pro 










80 










85 










90 


Val 


Ser 


Cys 


Cys 


Asn 


Thr 


Glu 


Leu 


Cys 


Asn 


Val 


Asp 


Gly 


Ala 


Pro 










95 










100 










105 


Ala 


Leu 


Asn 


Ser 


Leu 


His 


Cys 


Gly 


Ala 


Leu 


Thr 


Leu 


Leu 


Pro 


Leu 










110 










115 










120 


Leu 


Ser 


Leu 


Arg 


Leu 
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125 



<210> 2 
<211> 127 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No.: 4185824CD1 



<400> 2 

Met Gin Gin Arg Gly Leu Ala lie Val Ala Leu Ala Val Cys Ala 
15 10 15 

Ala Leu His Ala Ser Glu Ala lie Leu Pro lie Ala Ser Ser Cys 

20 25 30 

Cys Thr Glu Val Ser His His lie Ser Arg Arg Leu Leu Glu Arg 

35 40 45 

Val Asn Met Cys Arg lie Gin Arg Ala Asp Gly Asp Cys Asp Leu 

50 55 60 

Ala Ala Val lie Leu His Val Lys Arg Arg Arg lie Cys Val Ser 

65 70 75 

Pro His Asn His Thr Val Lys Gin Trp Met Lys Val Gin Ala Ala 

80 85 90 

Lys Lys Asn Gly Lys Gly Asn Val Cys His Arg Lys Lys His His 

95 100 105 

Gly Lys Arg Asp Ser Asn Arg Ala His Gin Gly Lys His Glu Thr 
110 115 120 

Tyr Gly His Lys Thr Pro Tyr 
125 



<210> 3 

<211> 147 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No. : 2484440CD1 



<400> 3 




























Met 


Glu 


Arg 


Gly 


Ala 


His 


Gly 


Gly Ala 


Gly 


Gly 


Cys 


Leu 


Cys 


Leu 


1 








5 










10 










15 


Leu 


Pro 


Glu 


Gly 


Phe 


Arg 


lie 


Leu 


Gly Val 


Lys 


Gly Gly 


Ser 


Trp 










20 










25 










30 


Gly 


Gin 


Glu 


Pro 


Cys 


Gly 


Val 


Leu 


Ser 


Glu 


Met 


Ser 


Pro 


Glu 


Ala 










35 










40 










45 


Ser 


Pro 


Gly 


Thr 


Arg 


Pro 


Ala 


Glu 


Ser 


Cys 


Glu 


His 


Val 


Val 


Cys 










50 










55 










60 


Pro 


Arg 


Pro 


Gin 


Ser 


Cys 


Val 


Val 


Asp 


Gin 


Thr 


Gly 


Ser 


Ala 


His 










65 










70 










75 


Cys 


Val 


Val 


Cys 


Arg 


Ala 


Ala 


Pro 


Cys 


Pro 


Val 


Pro 


Ser 


Ser 


Pro 



80 85 90 
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Gly 


Gin 


Glu 


Leu 


Cys 


Gly 


Asn 


Asn 


Asn 


Val 


Thr Tyr 


lie 


Ser 


Ser 










95 










100 








105 


Cys 


His 


Met 


Arg 


Gin 


Ala 


Thr 


Cys 


Phe 


Leu 


Gly Arg 


Ser 


He 


Gly 










110 










115 








120 


Val 


Arg 


His 


Ala 


Gly 


Ser 


Cys 


Ala 


Gly 


Thr 


Pro Glu 


Glu 


Pro 


Pro 










125 










130 








135 


Gly 


Gly 


Glu 


Ser 


Ala 


Glu 


Glu 


Glu 


Glu 


Asn 


Phe Val 
















140 










145 











<210> 4 
<211> 345 
<212> PRT 

<213> Homo sapiens 
<220> 

<22l> misc_feature 

<223> Incyte ID No. : 4163378CD1 

<400> 4 



Met 


Ser 


Leu 


Phe 


Gly 


Leu 


Leu 


Leu 


Leu 


Thr 


Ser 


Ala 


Leu 


Ala 


Glv 


1 








5 










10 










15 


Gin 


Arg 


Gin 


Gly 


Thr 


Gin 


Ala 


Glu 


Ser 


Asn 


Leu 


Ser 


Ser 


Lys 


Phe 










20 










25 










3 0 


Gin 


Phe 


Ser 


Ser 


Asn 


Lys 


Glu 


Gin 


Tvr 


Gly Val 


Gin 


Asp 


Pro 


Gin 










35 










40 










4 5 


His 


Glu 


Arg 


He 


He 


Thr 


Val 


Ser 


Thr 


Asn 


Gly 


Ser 


He 


His 


Ser 










50 










55 










6 0 


Pro 


Arg 


Phe 


Pro 


His 


Thr 


Tyr 


Pro 


Arg 


Asn 


Thr 


Val 


Leu 


Val 


Trp 










65 










70 










75 


Arg 


Leu 


Val 


Ala 


Val 


Glu 


Glu 


Asn 


Val 


Trp 


He 


Gin 


Leu 


Thr 


Phe 










80 










85 










90 


Asp 


Glu 


Arg 


Phe 


Gly 


Leu 


Glu 


Asp 


Pro 


Glu 


Asp 


Asp 


He 


Cys 


Lys 










95 










100 










105 


Tyr 


Asp 


Phe 


Val 


Glu 


Val 


Glu 


Glu 


Pro 


Ser 


Asp 


Gly 


Thr 


He 


Leu 










110 










115 










120 


Gly Arg 


Trp 


Cys 


Gly 


Ser 


Gly 


Thr 


Val 


Pro 


Gly 


Lys 


Gin 


He 


Ser 










125 










130 










135 


Lys 


Gly Asn 


Gin 


He 


Arg 


He 


Arg 


Phe 


Val 


Ser 


Asp 


Glu 


Tyr 


Phe 










140 










145 










150 


Pro 


Ser 


Glu 


Pro 


Gly 


Phe 


Cys 


He 


His 


Tyr 


Asn 


He 


Val 


Met 


Pro 










155 










160 










165 


Gin 


Phe 


Thr 


Glu 


Ala 


Val 


Ser 


Pro 


Ser 


Val 


Leu 


Pro 


Pro 


Ser 


Ala 










170 










175 










180 


Leu 


Pro 


Leu 


Asp 


Leu 


Leu 


Asn 


Asn 


Ala 


He 


Thr 


Ala 


Phe 


Ser 


Thr 










185 










190 










195 


Leu 


Glu 


Asp 


Leu 


He 


Arg 


Tyr 


Leu 


Glu 


Pro 


Glu 


Arg 


Trp 


Gin 


Leu 










200 










205 










210 


Asp 


Leu 


Glu 


Asp 


Leu 


Tyr 


Arg 


Pro 


Thr 


Trp 


Gin 


Leu 


Leu 


Gly 


Lys 










215 










220 










225 


Ala 


Phe 


Val 


Phe 


Gly Arg 


Lys 


Ser 


Arg 


Val 


Val 


Asp 


Leu 


Asn 


Leu 










230 










235 










240 


Leu 


Thr 


Glu 


Glu 


Val 


Arg 


Leu 


Tyr 


Ser 


Cys 


Thr 


Pro 


Arg 


Asn 


Phe 










245 










250 










255 


Ser 


Val 


Ser 


He 


Arg 


Glu 


Glu 


Leu 


Lys 


Arg 


Thr 


Asp 


Thr 


He 


Phe 
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260 










265 








270 


Trp 


Pro 


Gly 


Cys 


Leu 
275 


Leu 


Val 


Lys 


Arg 


Cys 
280 


Gly 


Gly 


Asn 


Cys Ala 
285 


Cys 


Cys 


Leu 


His 


Asn 
290 


Cys 


Asn 


Glu 


Cys 


Gin 
295 


Cys 


Val 


Pro 


Ser Lys 
300 


Val 


Thr 


Lys 


Lys 


Tyr 
305 


His 


Glu 


Val 


Leu 


Gin 
310 


Leu 


Arg 


Pro 


Lys Thr 
315 


Gly 


Val 


Arg 


Gly 


Leu 
320 


His 


Lys 


Ser 


Leu 


Thr 
325 


Asp 


Val 


Ala 


Leu Glu 
330 


His 


His 


Glu 


Glu 


Cys 
335 


Asp 


Cys 


Val 


Cys 


Arg 
340 


Gly 


Ser 


Thr 


Gly Gly 
345 



<210> 5 

<211> 525 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No.: 2777282CB1 



<400> 5 

ccagtctgtc 

gcacagagga 

tggctgcctg 

gagtgtcgga 

cactctactc 

gtgccagcaa 

gctgcaatac 

gggccctcac 

ggccctatgc 



gccacctcac 
gtgggccggg 
cggagagctg 
ctgtgtcacc 
ccgggagata 
gtgtaagccc 
tgagctgtgc 
gctcctccca 
ggcccagccc 



ttggtgtctg 
accatgcggg 
gcgccggccc 
atcgccacct 
gtgtacccct 
tcggatgtgg 
aatgtagacg 
ctcttgagcc 
cgaatgcctt 



ctgtccccgc 
ggacgcggct 
tgcgctgcta 
gcaccaccaa 
tccaggggga 
atggcatcgg 
gggcgcccgc 
tccgactgta 
gaagaagtcc 



caggcaagcc 
ggcgctcctg 
cgtctgtccg 
cgaaaccatg 
ctccacggtg 
ccagaccctg 
tctgaacagc 
gagtccccgc 
ccccg 



tggggtgaga 60 
gcgctggtgc 12 0 
gagcccacag 180 
tgcaagacca 240 
accaagtcct 3 00 
cccgtgtcct 360 
ctccactgcg 420 
ccacccccat 480 
525 



<210> 6 

<211> 566 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No . : 4185824CB1 



<400> 6 

tcgaacagcc tcacttgtgt tgctgtcagt 
aggactcgcc atcgtggcct tggctgtctg 
tcccattgcc tccagctgtt gcacggaggt 
aagagtgaat atgtgtcgca tccagagagc 
ccttcatgtc aagcgcagaa gaatctgtgt 
gatgaaagtg caagctgcca agaaaaatgg 
ccatggcaag agggacagta acagggcaca 
aactccttat taggagagtc taccggtaaa 
ttggccctgg attgggtgta agttttatca 
ggaccaaacc caaatatttg gttttt 



gccagtaggg caggcaggaa tgcagcagag 6 0 
tgcggcccta catgcctcag aagccatact 12 0 
ttcacatcat atttccagaa ggctcctgga 180 
tgatggggat tgtgacttgg ctgctgtcat 24 0 
cagcccgcac aaccatactg ttaagcagtg 300 
taaaggaaat gtttgccaca ggaagaaaca 360 
tcaggggaaa cacgaaacat acggccataa 420 
tccttccgag accattccct caagtggact 480 
tcctgaattc tcccctaatg ttgggccacc 540 

566 
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<210> 7 

<211> 2246 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No. : 2484440CB1 
<400> 7 

aggggcgggg c'tttgggtag cataaggggc aggagctcac gaaagaggtg tggctcctgg 6 0 
gtacaatggg aagggcaggg cttgtgggtg gagcctgagg ggtggaatgg agaggggggc 120 
tcacgggggg gcgggggggt gcttgtgtct cctaccagag ggttttcgca tcttgggggt 180 
taagggtggg tcttggggcc aagagccctg cggggttctc agcgagatgt cccctgaagc 240 
ttcccctggc acccggcctg cagagtcctg tgagcacgtg gtgtgcccgc ggccacagtc 3 00 
gtgcgtcgtg gaccagacgg gcagcgccca ctgcgtggtg tgtcgagcgg cgccctgccc 36 0 
tgtgccctcc agccccggcc aggagctttg cggcaacaac aacgtcacct acatctcctc 42 0 
gtgccacatg cgccaggcca cctgcttcct gggccgctcc atcggcgtgc gccacgcggg 480 
cagctgcgca ggcacccctg aggagccgcc aggtggtgag tctgcagaag aggaagagaa 54 0 
cttcgtgtga gcctgcagga caggcctggg cctggtgccc gaggcccccc atcatcccct 6 00 
gttatttatt gccacagcag agtctaattt atatgccacg gacactcctt agagcccgga 66 0 
ttcggaccac ttggggatcc cagaacc tec ctgacgatat cctggaagga ctgaggaagg 72 0 
gaggcctggg ggccggctgg tgggtgggat agacctgcgt tccggacact gagcgcccga 78 0 
tttagggccc ttctctagga tgccccagcc cctaccctaa gacctattgc cggggaggat 84 0 
tccacacttc cgctcctttg gggataaacc tattaattat tgctactatc aagagggctg 900 
ggcattctct gctggtaatt cctgaagagg catgactgct tttctcagcc ccaagcctct 96 0 
agtctgggtg tgtacggagg gtctagcctg ggtgtgtacg gagggtctag cctgggtgag 102 0 
tacggagggt ctagcctggg tgagtacgga gggtctagcc tgggtgagta cggagagtct 108 0 
agcctgggtg tgtatggagg atctagcctg ggtgagtatg gagggtctag cctgggtgag 114 0 
tatggagggt ctagcctggg tgtgtatgga gggtctagcc tgggtgagta tggagggtct 12 00 
agcctgggtg tgtatggagg gtctagcctg ggtgagtatg gagggtctag cctgggtgtg 1260 
tacggagggt ctagtctgag tgcgtgtggg gacctcagaa cactgtgacc ttagcccagc 1320 
aagccaggcc cttcatgaag gccaagaagg ctgccaccat tccctgccag cccaagaact 138 0 
ccagcttccc cactgcctct gtgtgcccct ttgcgtcctg tgaaggccat tgagaaatgc 1440 
ccagtgtgcc ccctgggaaa gggcacggcc tgtgctcctg acacgggctg tgcttggcca 1500 
cagaaccacc cagcgtctcc cctgctgctg tccacgtcag ttcatgaggc aacgtcgcgt 1560 
ggtctcagac gtggagcagc cagcggcagc tcagagcagg gcactgtgtc cggcggagcc 162 0 
aagtccactc tgggggagct ctggcgggga ccacgggcca ctgctcaccc actggccccg 1680 
aggggggtgt agacgccaag actcacgcat gtgtgacatc cggagtcctg gagccgggtg 174 0 
tcccagtggc accactaggt gcctgctgcc tccacagtgg ggttcacacc cagggcccct 1800 
tggtccccca caacctgccc cggccaggcc tgcagaccca gactccagcc agacctgcct 1860 
cacccaccaa tgcagccggg gctggcgaca ccagccaggt gctggtcttg ggccagttct 1920 
cccacgacgg ctcaccctcc cctccatctg cgttgatgct cagaatcgcc tacctgtgcc 1980 
tgcgtgtaaa ccacagcctc agaccagcta tggggagagg acaacacgga ggatatccag 2 04 0 
cttccccggt ctggggtgag gagtgtgggg agcttgggca tcctcctcca gcctcctcca 2100 
gcccccaggc agtgccttac ctgtggtgcc cagaaaagtg cccctaggtt ggtgggtcta 2160 
caggagcctc agccaggcag cccaccccac cctggggccc tgcct caeca aggaaataaa 222 0 
gactcaaaga agccaaaaaa aaaaaa 2246 

<210> 8 
<211> 2779 
<212> DNA 

<213> Homo sapiens 
<220> 



5/10 



wo 00/24774 



PCT/US99/25458 



<221> misc_feature 

<223> Incyte ID No. : 4163378CB1 
<400> 8 

atttgtttaa accttgggaa actggttcag gtccaggttt tgctttgatc cttttcaaaa 60 
actggagaca cagaagaggg ctctaggaaa aagttttgga tgggattatg tggaaactac 12 0 
cctgcgattc tctgctgcca gagcaggctc ggcgcttcca ccccagtgca gccttcccct 180 
ggcggtggtg aaagagactc gggagtcgct gcttccaaag tgcccgccgt gagtgagctc 240 
tcaccccagt cagccaaatg agcctcttcg ggcttctcct gctgacatct gccctggccg 300 
gccagagaca ggggactcag gcggaatcca acctgagtag taaattccag ttttccagca 360 
acaaggaaca gtacggagta caagatcctc agcatgagag aattattact gtgtctacta 420 
atggaagtat tcacagccca aggtttcctc atacttatcc aagaaatacg gtcttggcat 480 
ggagattagt agcagtagag gaaaatgtat ggatacaact tacgtttgat gaaagatttg 54 0 
ggcttgaaga cccagaagat gacatatgca agtatgattt tgtagaagtt gaggaaccca 600 
gtgatggaac tatattaggg cgctggtgtg gttctggtac tgtaccagga aaacagattt 66 0 
ctaaaggaaa tcaaattagg ataagatttg tatctgatga atattttcct tctgaaccag 720 
ggttctgcat ccactacaac attgtcatgc cacaattcac agaagctgtg agtccttcag 780 
tgctaccccc ttcagctttg ccactggacc tgcttaataa tgctataact gcctttagta 840 
ccttggaaga ccttattcga tatcttgaac cagagagatg gcagttggac ttagaagatc 90 0 
tatataggcc aacttggcaa cttcttggca aggcttttgt ttttggaaga aaatccagag 960 
tggtggatct gaaccttcta acagaggagg taagattata cagctgcaca cctcgtaact 1020 
tctcagtgtc cataagggaa gaactaaaga gaaccgatac cattttctgg ccaggttgtc 1080 
tcctggttaa acgctgtggt gggaactgtg cctgttgtct ccacaattgc aatgaatgtc 1140 
aatgtgtccc aagcaaagtt actaaaaaat accacgaggt ccttcagttg agaccaaaga 1200 
ccggtgtcag gggattgcac aaatcactca ccgacgtggc cctggagcac catgaggagt 1260 
gtgactgtgt gtgcagaggg agcacaggag gatagccgca tcaccaccag cagctcttgc 1320 
ccagagctgt gcagtgcagt ggctgattct attagagaac gtatgcgtta tctccatcct 1380 
taatctcagt tgtttgcttc aaggaccttt catcttcagg atttacagtg cattctgaaa 1440 
gaggagacat caaacagaat taggagttgt gcaacagctc ttttgagagg aggcctaaag 1500 
gacaggagaa aaggtcttca atcgtggaaa gaaaattaaa tgttgtatta aatagatcac 1560 
cagctagttt cagagttacc atgtacgtat tccactagct gggttctgta tttcagttct 1620 
ttcgatacgg cttagggtaa tgtcagtaca ggaaaaaaac tgtgcaagtg agcacctgat 1680 
tccgttgcct tgcttaactc taaagctcca tgtcctgggc ctaaaatcgt ataaaatctg 1740 
gatttttttt tttttttttg ctcatattca catatgtaaa ccagaacatt ctatgtacta 1800 
caaacctggt ttttaaaaag gaactatgtt gctatgaatt aaacttgtgt cgtgctgata 1860 
ggacagactg gatttttcat atttcttatt aaaatttctg ccatttagaa gaagagaact 1920 
acattcatgg tttggaagag ataaacctga aaagaagagt ggccttatct tcactttatc 1980 
gataagtcag tttatttgtt tcattgtgta catttttata ttctcctttt gacattataa 2040 
ctgttggctt ttctaatctt gttaaatata tctattttta ccaaaggtat ttaatattct 2100 
tttttatgac aacttagatc aactattttt agcttggtaa atttttctaa acacaattgt 2160 
tatagccaga ggaacaaaga tgatataaaa tattgttgct ctgacaaaaa tacatgtatt 2220 
tcattctcgt atggtgctag agttagatta atctgcattt taaaaaactg aattggaata 2280 
gaattggtaa gttgcaaaga ctttttgaaa ataattaaat tatcatatct tccattcctg 234 0 
ttattggaga tgaaaataaa aagcaactta tgaaagtaga cattcagatc cagccattac 2400 
taacctattc cttttttggg gaaatctgag cctagctcag aaaaacataa agcaccttga 2460 
aaaagacttg gcagcttcct gataaagcgt gctgtgctgt gcagtaggaa cacatcctat 2520 
ttattgtgat gttgtggttt tattatctta aactctgttc catacacttg tataaataca 2580 
tggatatttt tatgtacaga agtatgtctc ttaaccagtt cacttattgt actctggcaa 2640 
tttaaaagaa aatcagtaaa atattttgct tgtaaaatgc ttaatatcgt gcctaggcta 2700 
tgtggtgact atttgaatca aaaatgtatt gaatcatcaa ataaaagaat gtggctattt 2760 
tggggagaaa aaaaaaaaa 2779 



<210> 9 
<211> 103 
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<212> PRT 

<213> Homo sapiens 



<300> 

<308> Genbank ID No. : gl536902 
<400> 9 

Met Ala Ser Arg Trp Ala Val Gin Leu Leu Leu Val Ala Ala Trp 

15 10 15 

Ser Met Gly Cys Gly Glu Ala Leu Lys Cys Tyr Thr Cys Lys Glu 

20 25 30 

Pro Met Thr Ser Ala Ser Cys Arg Thr lie Thr Arg Cys Lys Pro 

35 40 45 

Glu Asp Thr Ala Cys Met Thr Thr Leu Val Thr Val Glu Ala Glu 

50 55 60 

Tyr Pro Phe Asn Gin Ser Pro Val Val Thr Arg Ser Cys Ser Ser 

65 70 75 

Ser Cys Val Ala Thr Asp Pro Asp Ser lie Gly Ala Ala His Leu 

80 85 90 
lie Phe Cys Cys Phe Arg Asp Leu Cys Asn Ser Glu Leu 

95 100 



<210> 10 
<211> 150 
<212> PRT 

<213> Homo sapiens 
<300> 

<308> Genbank ID No.: g2388627 
<400> 10 



Met 


Asn 


Leu 


Trp 


Leu 


Leu 


Ala 


Cys 


Leu 


Val 


Ala 


Gly 


Phe 


Leu 


Gly 


1 








5 










10 










15 


Ala 


Trp 


Ala 


Pro 


Ala 


Val 


His 


Thr 


Gin 


Gly Val 


Phe 


Glu 


Asp 


Cys 










20 










25 










30 


Cys 


Leu 


Ala 


Tyr 


His 
35 


Tyr 


Pro 


He 


Gly 


Trp 
40 


Ala 


Val 


Leu 


Arg 


Arg 
45 


Ala 


Trp 


Thr 


Tyr 


Arg 
50 


He 


Gin 


Glu 


Val 


Ser 
55 


Gly 


Ser 


Cys 


Asn 


Leu 
60 


Pro 


Ala 


Ala 


He 


Phe 
65 


Tyr 


Leu 


Pro 


Lys 


Arg 
70 


His 


Arg 


Lys 


Val 


Cys 
75 


Gly Asn 


Pro 


Lys 


Ser 


Arg 


Glu 


Val 


Gin 


Arg 


Ala 


Met 


Lys 


Leu 


Leu 










80 










85 










90 


Asp 


Ala 


Arg 


Asn 


Lys 
95 


Val 


Phe 


Ala 


Lys 


Leu 
100 


His 


His 


Asn 


Met 


Gin 
105 


Thr 


Phe 


Gin 


Ala 


Gly 
110 


Pro 


His 


Ala 


Val 


Lys 
115 


Lys 


Leu 


Ser 


Ser 


Gly 
120 


Asn 


Ser 


Lys 


Leu 


Ser 
125 


Ser 


Ser 


Lys 


Phe 


Ser 
130 


Asn 


Pro 


He 


Ser 


Ser 
135 


Ser 


Lys 


Arg 


Asn 


Val 
140 


Ser 


Leu 


Leu 


He 


Ser 
145 


Ala 


Asn 


Ser 


Gly 


Leu 
150 
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<210> 11 
<211> 343 
<212> PRT 

<213> Gallus gallus 
<300> 

<308> Genbank ID No. : g853834 
<400> 11 



Met 


Leu 


Asn 


Gin 


Arg 


He 


His 


Pro 


Gly 


' Met 


Leu 


Val 


Leu 


Leu 


. Met 


1 








5 










10 










15 


Phe 


Leu 


Tyr 


His 


Phe 


Met 


Glu 


Asp 


His 


Thr 


Ala 


Gin 


Ala 


Gly Asn 










20 










25 










30 


Cys 


Trp 


Leu 


Arg 


Gin 


Ala 


Arg 


Asn 


Gly 


Arg 


Cys 


Gin 


Val 


Leu 


Tyr 










35 










40 










45 


Lys 


Thr 


Asp 


Leu 


Ser 


Lys 


Glu 


Glu 


Cys 


Cys 


Lys 


Ser 


Gly Arg 


Leu 










50 










55 










60 


Thr 


Thr 


Ser 


Trp 


Thr 


Glu 


Glu 


Asp 


Val 


Asn 


Asp 


Asn 


Thr 


Leu 


Phe 










65 










70 










75 


Lys Trp 


Met 


He 


Phe 


Asn 


Gly 


Gly 


Ala 


Pro 


Asn 


Cys 


He 


Pro 


Cys 










80 










85 










90 


Lys 


Glu 


Thr 


Cys 


Glu 


Asn 


Val 


Asp 


Cys 


Gly 


Pro 


Gly 


Lys 


Lys 


Cys 










95 










100 










105 


Lys 


Met 


Asn 


Lys 


Lys 


Asn 


Lys 


Pro 


Arg 


Cys 


Val 


Cys 


Ala 


Pro 


Asp 










110 










115 










120 


Cys 


Ser 


Asn 


He 


Thr 


Trp 


Lys 


Gly 


Pro 


Val 


Cys 


Gly 


Leu 


ASD 


Gly 










125 










130 










135 


Lys 


Thr 


Tyr 


Arg 


Asn 


Glu 


Cys 


Ala 


Leu 


Leu 


Lys 


Ala 


Arg 


Cys 


Lys 










140 










145 










150 


Glu 


Gin 


Pro 


Glu 


Leu 


Glu 


Val 


Gin 


Tyr 


Gin 


Gly 


Lys 


Cys 


Lys 


Lys 










155 










160 










165 


Thr 


Cys 


Arg 


Asp 


Val 


Leu 


Cys 


Pro 


Gly 


Ser 


Ser 


Thr 


Cys 


Val 


Val 










170 










175 










180 


Asp 


Gin 


Thr 


Asn 


Asn 


Ala 


Tyr 


Cys 


Val 


Thr 


Cys 


Asn 


Arg 


He 


Cys 










185 










190 










195 


Pro 


Glu 


Pro 


Thr 


Ser 


Pro 


Glu 


Gin 


Tyr 


Leu 


Cys 


Gly 


Asn 


Asp 


Gly 










200 










205 










210 


He 


Thr 


Tyr 


Ala 


Ser 


Ala 


Cys 


His 


Leu 


Arg 


Lys 


Ala 


Thr 


Cys 


Leu 










215 










220 










225 


Leu 


Gly Arg 


Ser 


He 


Gly 


Leu 


Ala 


Tyr 


Glu 


Gly 


Lvs 

2 


Cys 


He 


Lys 










230 










235 










240 


Ala 


Lys 


Ser 


Cys 


Glu 


Asp 


He 


Gin 


Cys 


Ser 


Ala 


Gly 


Lys 


Lys 


Cys 










245 










250 










255 


Leu 


Trp 


Asp 


Phe 


Lys 


Val 


Gly 


Arg 


Gly 


Arg 


Cys 


Ala 


Leu 


Cys 


Asp 










260 










265 










270 


Glu 


Leu 


Cys 


Pro 


Glu 


Ser 


Lys 


Ser 


Asp 


Glu 


Ala 


Val 


Cys 


Ala 


Ser 










275 










280 










285 


Asp 


Asn 


Thr 


Thr 


Tyr 


Pro 


Ser 


Glu 


Cys 


Ala 


Met 


Lys 


Glu 


Ala 


Ala 










290 










295 










300 


Cys 


Ser 


Met 


Gly Val 


Leu 


Leu 


Glu 


Val 


Lys 


His 


Ser 


Gly 


Ser 


Cys 










305 










310 










315 


Asn 


Ser 


He 


Asn 


Glu . 


Asp 


Pro 


Glu 


Glu 


Glu 


Glu 


Glu 


Asp 


Glu 


Asp 










320 










325 










330 


Gin 


Asp 


Tyr 


Ser 


Phe 


Pro 


He 


Ser 


Ser 


He 


Leu 


Glu 


Trp 














335 










340 
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<210> 12 
<211> 730 
<212> PRT 

<213> Homo sapiens 
<300> 

<3 08> Genbank ID No . : gl79500 
<400> 12 

Met Pro Gly Val Ala Arg Leu Pro Leu Leu Leu Gly Leu Leu Leu 
15 10 15 

Leu Pro Arg Pro Gly Arg Pro Leu Asp Leu Ala Asp Tyr Thr Tyr 
20 25 30 

Asp Leu Ala Glu Glu Asp Asp Ser Glu Pro Leu Asn Tyr Lys Asp 
35 40 45 

Pro Cys Lys Ala Ala Ala Phe Leu Gly Asp lie Ala Leu Asp Glu 
50 55 60 

Glu Asp Leu Arg Ala Phe Gin Val Gin Gin Ala Val Asp Leu Arg 
65 70 75 

Arg His Thr Ala Arg Lys Ser Ser lie Lys Ala Ala Val Pro Gly 
80 85 90 

Asn Thr Ser Thr Pro Ser Cys Gin Ser Thr Asn Gly Gin Pro Gin 
95 100 105 

Arg Gly Ala Cys Gly Arg Trp Arg Gly Arg Ser Arg Ser Arg Arg 
110 115 120 

Ala Ala Thr Ser Arg Pro Glu Arg Val Trp Pro Asp Gly Val lie 
125 130 135 

Pro Phe Val lie Gly Gly Asn Phe Thr Gly Ser Gin Arg Ala Val 
140 145 150 

Phe Arg Gin Ala Met Arg His Trp Glu Lys His Thr Cys Val Thr 
155 160 165 

Phe Leu Glu Arg Thr Asp Glu Asp Ser Tyr lie Val Phe Thr Tyr 
170 175 180 

Arg Pro Cys Gly Cys Cys Ser Tyr Val Gly Arg Arg Gly Gly Gly 
185 190 195 

Pro Gin Ala lie Ser lie Gly Lys Asn Cys Asp Lys Phe Gly lie 
200 205 210 

Val Val His Glu Leu Gly His Val Val Gly Phe Trp His Glu His 
215 220 225 

Thr Arg Pro Asp Arg Asp Arg His Val Ser lie Val Arg Glu Asn 
230 235 240 

lie Gin Pro Gly Gin Glu Tyr Asn Phe Leu Lys Met Glu Pro Gin 
245 250 255 

Glu Val Glu Ser Leu Gly Glu Thr Tyr Asp Phe Asp Ser lie Met 
260 265 270 

His Tyr Ala Arg Asn Thr Phe Ser Arg Gly lie Phe Leu Asp Thr 
275 280 285 

He Val Pro Lys Tyr Glu Val Asn Gly Val Lys Pro Pro He Gly 
290 295 300 

Gin Arg Thr Arg Leu Ser Lys Gly Asp He Ala Gin Ala Arg Lys 
305 310 315 

Leu Tyr Lys Cys Pro Ala Cys Gly Glu Thr Leu Gin Asp Ser Thr 
320 325 330 

Gly Asn Phe Ser Ser Pro Glu Tyr Pro Asn Gly Tyr Ser Ala His 
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335 340 345 

Met His Cys Val Trp Arg lie Ser Val Thr Pro Gly Glu Lys lie 
350 355 360 

lie Leu Asn Phe Thr Ser Leu Asp Leu Tyr Arg Ser Arg Leu Cys 
365 370 375 

Trp Tyr Asp Tyr Val Glu Val Arg Asp Gly Phe Trp Arg Lys Ala 
380 385 390 

Pro Leu Arg Gly Arg Phe Cys Gly Ser Lys Leu Pro Glu Pro lie 
395 400 405 

Val Ser Thr Asp Ser Arg Leu Trp Val Glu Phe Arg Ser Ser Ser 
410 415 420 

Asn Trp Val Gly Lys Gly Phe Phe Ala Val Tyr Glu Ala lie Cys 
425 430 435 

Gly Gly Asp Val Lys Lys Asp Tyr Gly His lie Gin Ser Pro Asn 
440 445 450 

Tyr Pro Asp Asp Tyr Arg Pro Ser Lys Val Cys lie Trp Arg lie 
455 460 465 

Gin Val Ser Glu Gly Phe His Val Gly Leu Thr Phe Gin Ser Phe 
470 475 480 

Glu lie Glu Arg His Asp Ser Cys Ala Tyr Asp Tyr Leu Glu Val 
485 490 495 

Arg Asp Gly His Ser Glu Ser Ser Thr Leu lie Gly Arg Tyr Cys 
500 505 510 

Gly Tyr Glu Lys Pro Asp Asp lie Lys Ser Thr Ser Ser Arg Leu 
515 520 525 

Trp Leu Lys Phe Val Ser Asp Gly Ser He Asn Lys Ala Gly Phe 
530 535 540 

Ala Val Asn Phe Phe Lys Glu Val Asp Glu Cys Ser Arg Pro Asn 
545 550 555 

Arg Gly Gly Cys Glu Gin Arg Cys Leu Asn Thr Leu Gly Ser Tyr 
560 565 570 

Lys Cys Ser Cys Asp Pro Gly Tyr Glu Leu Ala Pro Asp Lys Arg 
575 580 585 

Arg Cys Glu Ala Ala Cys Gly Gly Phe Leu Thr Lys Leu Asn Gly 
590 595 600 

Ser He Thr Ser Pro Gly Trp Pro Lys Glu Tyr Pro Pro Asn Lys 
605 610 615 

Asn Cys He Trp Gin Leu Val Ala Pro Thr Gin Tyr Arg He Ser 
620 625 630 

Leu Gin Phe Asp Phe Phe Glu Thr Glu Gly Asn Asp Val Cys Lys 
635 640 645 

Tyr Asp Phe Val Glu Val Arg Ser Gly Leu Thr Ala Asp Ser Lys 
650 655 660 

Leu His Gly Lys Phe Cys Gly Ser Glu Lys Pro Glu Val He Thr 
665 670 675 

Ser Gin Tyr Asn Asn Met Arg Val Glu Phe Lys Ser Asp Asn Thr 
680 685 690 

Val Ser Lys Lys Gly Phe Lys Ala His Phe Phe Ser Glu Lys Arg 
695 700 705 

Pro Ala Leu Gin Pro Pro Arg Gly Arg Pro His Gin Leu Lys Phe 
710 715 720 

Arg Val Gin Lys Arg Asn Arg Thr Pro Gin 
725 730 
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